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Abstract. Multiplex coherent anti-Stokes Raman scattering (MCARS) provides labeling free and fast characteri-
zation of materials and biological samples in nonlinear microscopy. In spite of its success, remaining challenges
regarding the data analysis for chemoselective imaging still have to be solved. In general, image contrast has
been realized by using only one spectral feature directly taken from the unprocessed raw data. This procedure
is limited to strong and well separated Raman resonances like the saturated CH-stretching vibration of lipids
in the case of biological samples. In order to overcome this limitation, we present a new method of MCARS
data processing that exploits the whole measured spectrum to disentangle overlapping contributions of different
(bio-) chemical components. Our “two-step” approach is based on the combination of imaginary part extraction
followed by global fitting of the hyperspectral data set. Previous knowledge about the sample, e.g., pure spectra
of the individual components is no longer necessary. The result is a highly contrasted image, where the patterns
and differences between the sample components can be represented in different colors. We successfully applied
this method to complex structured polymer samples and biological tissues. C©2011 Society of Photo-Optical Instrumentation
Engineers (SPIE). [DOI: 10.1117/1.3533309]
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1 Introduction
Coherent anti-Stokes Raman scattering (CARS) is a very
powerful method, which has been successfully applied to a
vast number of different systems and applications, ranging
from small molecules in combustion analysis1–6 to microscopy
of complex systems.7–9 Particularly in microscopy, CARS
provides labeling free characterization of complex biological
systems.10, 11 The power of the CARS based microscopy resides
on the nonlinear interaction between three laser pulses (pump,
Stokes, and probe) which gives rise to a blue-shifted signal (anti-
Stokes) with high spatial resolution and potential for chemical
selectivity.12, 13

CARS can be implemented in several ways. In a con-
ventional CARS setup, all required frequencies are provided
by using two synchronized pulsed lasers with a frequency
difference matching to one vibrational level of the sample
molecule.14 Such a demanding setup is simplified by the
multiplex CARS (MCARS) approach, where a broadband spec-
trum covering a whole range of Raman shifts is used instead
of a tuneable monochromatic Stokes pulse [Fig. 1(a)].15–17

Generation of broad supercontinuum has been nicely performed
using photonic crystal fibers (PCF),18–20 where unamplified
100 fs-pulses from a standard Ti:Sapphire oscillator can be
easily converted into a “white light” spectrum.21
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Despite of all the advantages of CARS and the resulting ef-
ficient setups now available, there are still issues that have to
be addressed for microscopic applications: One of the main ex-
perimental challenges is the coherent nature of CARS, which
leads to interference between molecular signals and, therefore,
to distortion of Raman line intensities and Stokes shifts. In or-
der to obtain similar information as provided by the classical
Raman spectroscopy, the imaginary part of the complex third
order susceptibility of CARS has to be separately extracted.
Although this issue has been addressed by several promising
techniques, e.g., by the maximum entropy method,22, 23 the im-
plementation of such mathematical analysis is not widespread.
This has been a limiting factor particularly in image contrast of
biological samples, restricting the analysis to strong single spec-
tral features directly taken from the raw data, like the amplitude
of the CH-stretching vibration of lipids at about 2900 cm− 1.24, 25

Although this single-channel approach is fast and easy to apply,
spectral information blue shifted to the strongest signal is often
suppressed by the dispersive lineshape, leading potentially to a
loss of important spectral information. Moreover, particularly in
the case of multiplex broadband data acquisition, which provides
spectral information over a range of more than 2500 cm− 1,26

it would be desirable to have an imaging procedure that is sen-
sitive to every spectral information that might occur within the
detected range. This subject is directly associated to the second
challenge of data processing, namely to discriminate between
noise and spectral features that belong to different sample com-
ponents. When the pure chemical components of the sample
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Fig. 1 (a) The nonlinear Raman process of MCARS with the interacting
electrical fields of the pump-, Stokes-, and probe-beam (ωp, ωS, ωp’,
respectively) resulting in the blue shifted anti-Stokes signal (ωCARS).
(b) MCARS experimental setup. BS: Beam splitter, F1: band pass filter
cuts out the narrowband pump- and probe-beam, PCF: photonic crys-
tal fiber broadens the Stokes-beam, F2: long pass filter where pump
and Stokes are spatially overlaid again, MO1: microscope objective
for measurement, MO2: microscope objective for signal output colli-
mation, F3: short pass filter.

are known, they can be separately measured in order to fit the
complex MCARS spectrum. Thus, it is possible to analyze the
hyperspectral data, e.g., using an evolutionary fitting algorithm
resulting in precise quantitative Raman imaging as we per-
formed in our previous work.27 However, in most cases of bio-
logical samples the individual spectral signature is either com-
pletely unknown or so strongly modified due to interactions with
the environment, that without any a priori knowledge, chemical
imaging is barely realized.

In order to address these issues, we present a new method
of MCARS data processing, that provides imaginary part ex-
traction combined with highly chemoselective imaging using
the whole measured spectrum. Knowledge about the sample
composition or the pure spectra of its components is no longer
necessary. First, our system is based on a recently developed
fitting algorithm to extract the imaginary part of the measured
data set.28 After this initial step, the MCARS image is calcu-
lated by using the so called principal component analysis (PCA),
where all the measured spectra of the raster scanned sample are
taken into account. The result is a highly contrasted image of
the sample, where the spectral differences within the sample can

be represented by different colors, e.g., using a red-green-blue
(RGB) scheme. We evaluated the sensitivity and detection limit
of our method in case of simulated data and compared to our
experimental results. Finally, our approach was success-
fully used for chemical imaging of polymer and biological
samples.

2 Experimental Details
A schematic illustration of the experimental setup is shown in
Fig. 1(b). The emission (1.0 W) at 800 nm of a Ti:Sapphire oscil-
lator (Coherent Mira 900 pumped by Coherent Verdi V10) with
a repetition rate of 80 MHz is used for the MCARS experiment.
Filter F1 is a narrowband pass filter where most of the light is
reflected. Only a narrow spectrum at the center wavelength is
transmitted and acts as pump and probe. The central wavelength
of the oscillator is adapted to the filter transmittance to gain the
highest pump and probe power accordingly. A fraction of the
initial beam (100 mW) is used to create a supercontinuum in an
end-sealed PCF (type NL-PM-750, crystal fiber A/S). Careful
selection of length and type of the fiber, pumped in the anoma-
lous region, allows compensation of the positive dispersion of
the optical elements such as microscope objectives by a nega-
tive chirped fiber continuum.29 Due to this balance, pump, and
Stokes pulse are matching in pulse duration and chirp within
the focus volume resulting in a spectral range of more than
3500 cm− 1 supported at the same time. The collapsed ends of
the fiber are nitrogen flushed causing a good long-term stability
of several months. To compensate mechanical shock that might
occur, the input coupling of the PCF is actively stabilized with
a piezo driven positioning stage. The supercontinuum ranging
from below 500 nm to over 1100 nm, is recombined with the
narrow pump-beam at the interference long pass filter (F2). The
pump beam that reaches the filter on the opposite side is there-
fore reflected allowing colinear overlay of the two beams that
are propagating to the microscope. The total power at focus
is around 30 mW. MO1 in Fig. 1(b) represents a commercially
available phase contrast microscope (Olympus BX 51) modified
for MCARS application. The Olympus objective type LMPlan
50×IR NA 0.64 was used for the polymer sample and Olym-
pus type LUMPLFLN 60×w NA 1.0 in the case of biological
tissue. Optical images are taken by a digital camera (Olympus
Altra 20). MCARS imaging is realized by raster scanning the
sample driven by a closed loop three axis piezo stage. The exper-
imental setup allows the detection of the signal in the backward
as well as in the forward direction. In this work, only signal
scattered in the forward direction was detected. The short pass
filter F3 transmits wavelengths shorter than 780 nm and reflects
the residual Pump and Stokes components. The signal detection
occurs by a spectrograph with a sensitive CCD multichannel
detector (Andor idus DV420), Peltier-cooled to − 70◦C to sup-
press thermal noise. At each point of the raster scanned sample
(100×100 pixels, step size = 1 μm), a complete MCARS spec-
trum was detected with an acquisition time of 50 ms. Such a long
acquisition time is required to improve the SNR in samples with
weak signals, as found here for biological systems. Additional
200 ms are necessary for data readout time and repositioning the
sample. Improvements in the total acquisition times and SNR
are in progress.
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Fig. 2 The key steps of the modular fitting procedure. (a) Measurement
of the hyperspectral MCARS data set. (b) Imaginary part extraction
combined with baseline correction. (c) Global fitting procedure based
on PCA identifies the main structures of the data and (d) expresses every
data point as a linear combination of its principal components.

3 Setup of the Data Processing Tool
The developed data processing tool is based on a two-step ap-
proach (Fig. 2). After the spectra have been detected [Fig. 2(a)],
the imaginary part is extracted [Fig. 2(b)]. This procedure is
essential since it allows the retrieval of real Raman spectra of
chemical species as well as corrections of Raman shift and
baseline. In this work we used a recently developed FFT-based
algorithm,28 which is suitable for large data sets in broadband
MCARS imaging. In our studies, 10.000 spectra at 10 kB each
were processed within 30 seconds using a conventional desktop
computer (Pentium dual core, 2.2 GHz clock speed, and 2.0 GB
RAM). In a second step [Fig. 2(c)], we apply principal com-
ponent analysis to the reconstructed Raman spectra in order to
reduce the dimensionality of the large set of measured data. This
step takes an additional 80 seconds with the computer described
above. Besides several applications in informatics and live sci-
ence such as facial recognition and image compression,30, 31

PCA has already been used for imaging application in Raman
microscopy.32, 33 In this context, PCA provides the most impor-
tant spectral features required to describe the Raman spectra of
the sample [Fig. 2(d)]. Such spectral features are given by the
eigenvectors obtained by calculating the covariance matrix. Both
modules, imaginary part retrieval and PCA, were implemented
in LabView.

In general, the MCARS-image data set consists of the spectra
that are recorded at each pixel of the raster scanned sample,
arranged in a three dimensional array, see Fig. 2(a). The X
and Y coordinate represent the sample position whereas the
spectral indices are written in Z-direction. First of all, the data
is transformed in a two dimensional data set where the columns
represent the different spectra. The number of spectral indices

is the dimension that has to be reduced. In the next step, the
covariance between every combination of two spectral indices
is written as a matrix of type m×m, where m is the number of
dimensions, the spectral indices in our case. The matrix element
cI,J of the Ith row and the Jth column represents the covariance
(cov) between the dimension (Dim) I with its Values Ik and
the dimension J with its values Jk, where k = 1, 2, 3 . . . n and
where Ī and J̄ are the arithmetic means of I and J, respectively.
n is the number of measured data points. The general expression
is given by Eq. (1)

Cm×m = cI,J , cI,J = cov(Dim I , Dim J )

=

n∑

k=0

(Ik − Ī )(Jk − J̄ )

(n − 1)
. (1)

The m eigenvectors of the covariance matrix were calculated
and sorted descending to the corresponding eigenvalues. Ac-
cording to the theory of linear algebra, every spectrum of the
original data set can be expressed as a linear combination of the
n linear independent eigenvectors. The complete set of eigenvec-
tors contains all spectral features that have been detected within
the sample during the measurement. For example, high eigen-
values correspond to eigenvectors that represent major features
such as peaks or dips within the CH-vibrational region or in
the fingerprint region, whereas low valued eigenvectors usually
belong to electronic artifacts or arbitrary experimental results
such as incoherent scattered light. The key step of using PCA
is to neglect the lower valued eigenvectors while expressing the
original data as the linear superposition of the corresponding
eigenvectors. The optimal linear combination can be calculated
either by using an evolutionary fitting algorithm or by calculat-
ing the inner product between the reduced set of eigenvectors
and the transposed original data. The spectrum of every pixel is
now represented by the selected eigenvectors and their scaling
factors, which we will call eigenvector amplitude (EVA) and
discuss in the following paragraphs.

Finally, the data set is rearranged in the original format of
the measured sample image and the value of the amplitude for a
given eigenvector is combined with color coding at every pixel
[Fig. 2(d)]. Spectral differences within the MCARS data are
now expressed in red, blue, or green, where the colors represent
the different chemical components and the color depth depends
on the concentration within the sample area.

The choice of eigenvectors is illustrated in Fig. 3 for several
spectra taken from a porcine tissue sample. For this example,
the first 11 eigenvectors were chosen and linearly combined to
represent the chemical components. Figure 3 shows the result of
this linear combination (EVAs) calculated for all sample posi-
tions (pixels). Although eigenvectors 1–5 have high eigenvalues,
the corresponding EVAs do not change along the different image
points. On the other hand, the amplitudes of eigenvectors 6 and
8 (marked with dotted lines) show a strong variation dependent
on the pixel number, in other words, the spatial position within
the sample. It follows that the highest valued eigenvectors do not
belong inevitably to the pure sample components because spec-
tral artifacts caused by the experimental setup are also taken
into account during the PCA method. Nevertheless, pertinent
eigenvectors can be easily identified while using the type of plot
shown in Fig. 3.

Journal of Biomedical Optics February 2011 � Vol. 16(2)021105-3



Pohling, Buckup, and Motzkus: Hyperspectral data processing for chemoselective multiplex coherent anti-stokes Raman scattering...

Fig. 3 Scaling factors for each eigenvector obtained after fitting the
experimental spectrum at each sample position with the 11 highest
valued eigenvectors. Eigenvectors 6 and 8 have the highest amplitude
variation along all sample positions as marked by the dotted lines.
Therefore, they should be used to build image contrast.

4 Simulation and Benchmarking
The image processing was characterized using a set of sim-
ulated Raman image data. For that purpose, we simulated an
image [Fig. 4(a)] with three chemically distinct fields: the left
field contains only component A, the field in the middle con-
tains the second component B, whereas the third field con-
tains both components. Two Lorentzian line profiles shown in
Fig. 4(b) at 800 cm− 1 and 1000 cm− 1 [full width at half maxi-
mum (FWHM) = 24 cm− 1] represent the hypothetical sample
components A and B, respectively. The data was simulated by
taking the imaginary part of the complex third order suscep-
tibility shown in Eq. (2), where (ωp − ωS) is the difference
between pump and Stokes frequencies. The vibrational levels
of the molecule are characterized by the amplitude Cres, the
spectral positions �r ,and the line widths �r

χ (3)
res = Cres

�r − (ωp − ωs) + i�r
. (2)

The first two eigenvectors required for fitting the different
sample areas are shown in Fig. 4(c), offering an important
aspect of the PCA-method. They cannot be directly com-
pared to the spectrum of each chemical component. For ex-
ample, component A requires a linear combination of both
eigenvectors with negative scaling factors. It follows that us-
ing the RGB imaging procedure, negative EVAs also have
to be taken into account when designating the different
colors.

In order to evaluate the sensitivity and the detection limits of
our method, we investigated the influence of the line width, the
distance between lines as well as the intensity (concentration
squared). In order to quantify the sensitivity, we defined the
color-contrast between the first sample area with component A
and the third sample area containing both components A and B
[Fig. 4(a)]. This way, it is possible, for a fixed concentration of
component A, to quantify the concentration effect of component
B on the parameters cited above. Note that the EVAs have been
scaled between 0 and 255 for color coding. By subtracting the
average EVA value of the first and second eigenvector on each

sample area, it is possible to define a figure of merit for the
color-contrast

Contrast = [
(EV A1)A − (EV A1)A&B

]

+[
(EV A2)A − (EV A2)A&B

]
. (3)

Since the maximum value for an EVA is 255, the maximum
theoretical value (510) for the color-contrast is obtained when,
for example, the component A and B is fully described by just
one eigenvector each. However, as already discussed above, a
chemical component can be a linear superposition of the main
eigenvectors, resulting in a color-contrast much lower than the
maximum possible numerical value.

Fig. 4 (a) Chemical map of the simulated Raman image. (b) The
Raman line profiles from the component A (left) and B (right). (c) The
eigenvectors 1 (dotted line) and 2 (continuous line) are both necessary
to fit the hypothetical components A and B.
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Fig. 5 (a) Contrast at several line separations of A and B dependent
on the concentration of B. The distances are 200 cm− 1 (inverted tri-
angles), 100 cm− 1 (triangles), 50 cm− 1 (circle), 25 cm− 1 (diamonds),
and 10 cm− 1 (square). Line width of component A and B was kept
constant with 24 cm− 1. Contrast decreases with the concentration of
component B. (b) Experimental dilution series of toluene in cyclohex-
ane with linear fit in the log scale and a slope of 2.1.

Figure 5(a) shows the image contrast dependence on the
concentration of B for several line separations rising from 10 to
200 cm− 1. In general, the highest value of contrast is obtained
when the concentrations (and therefore, spectral intensity) of A
and B are similar, as one would expect. The plot also shows
that reasonable image contrast can be obtained until the con-
centration of B drops below about 30%, which corresponds to
a signal intensity of less than 10% from the original value. The
dependence of the color-contrast on the Raman line separation is
more intricate. Figure 5(a) challenges the usual assumption that
well separated lines should generate the best color-contrast. The
contrast obtained with the PCA analysis is determined by the
scaling and overlapping between the eigenvectors, resulting in

nontrivial dependence. For example, at a concentration for com-
ponent B of about 75%, a Raman line separation of 10 cm− 1

results in a high contrast; this contrast then initially decreases
when the lines are 50 cm− 1 apart and increases again when the
lines are more separated. Nevertheless, the principal component
analysis results in a high image contrast even when Raman lines
are well superimposed.

It is interesting to consider whether the lower limit for the
sensitivity constrains the overall sensitivity of the MCARS ex-
periment. In order to test it, in our MCARS setup we experi-
mentally measured the concentration of toluene in cyclohexane
and plotted the ratio of two lines of each component in Fig. 5(b).

Fig. 6 (a) The contrast improves for increasing FWHM of component
B. The line separation is 200 cm− 1, intensity of B is fixed at 100%
of A. Line width of component A was kept constant with 24 cm− 1.
(b) Contrast while B is set at 10% intensity of A at several distances.
The increased contrast in case of small distances is caused by positive
interference between A and B. Additional 10% of intensity to A in field
3 [see Fig. 4(b)] has the same effect as the addition of B to A (black
bar).
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Fig. 7 (a) Brightfield image of polymer microcapsules. (b) The MCARS
image analyzed with imaginary part extraction and PCA. (c) MCARS
image analyzed using single Raman spectral features (CH-vibration
at 2912 cm− 1, CH-vibration at 2912 cm− 1, and vibration at
1777 cm− 1). (d) MCARS image analyzed only with PCA.

We were able to experimentally detect toluene concentrations as
low as 20%. In short, the detection limit of the data analysis is
fairly similar to the experimental detection limit of our MCARS
setup.

The influence of the line width of component B on the sen-
sitivity of the EVA-method is shown in Fig. 6(a) for a fixed
line separation of 200 cm− 1. The intensity of the spectrum of
the component B was rescaled accordingly in order to keep A
and B with the same amplitude. It is clear to observe the im-
provement of the image contrast for an increasing line width of
component B. This diagram also points out the detection limit
concerning the line width of the Raman line: At least 6 cm− 1

Fig. 8 Reconstructed Raman spectrum of microcapsules core (red) and
shell (green). Several small spectral differences are diluted over the
whole spectral region. Inset: Spectral region between 1000 cm− 1 and
2000 cm− 1. Signals are vertically displaced for better visualization.

Fig. 9 (a) Eigenvector 1 of the polymer sample obtained with imagi-
nary part extraction (red line) and without (black line). (b) Analogous
plot as in (a) for eigenvector 2.

(FWHM) can be properly discriminated, what is definitely under
the experimental resolution of about 16 cm− 1. The best contrast
is obtained when component A and B have the same FWHM.
Since for the PCA analysis the FWHM of component A and B
is a symmetrical problem and the relative value is the important
factor, when the line width of component B increases compared
to the line width of component A (FWHM[B] > FWHM[A]), the
image contrast decreases accordingly.

In Fig. 6(b), the line width of the Raman lines of both compo-
nents is kept constant whereas the line separation is changed. In
Fig. 6, it is important to notice that the signal intensity of com-
ponent B was kept at 10% of component A, a value below the
detection limit described above. For smaller distances, the con-
trast increases one order of magnitude until the line separation
has reached the theoretical value of 0 cm− 1. This value can also
be obtained at a larger distance (black bar) when the intensity of
A is increased to 110% of its initial value when it appears in the
presence of B. In other words, the improved contrast is based
on increased signal intensity of A by positive interference with
B. Such a result can be explored later, for example, to improve
color-contrast by using external overlapping Raman bands.

5 Application to Polymer and Biological Samples
The image processing program described thus far was finally
applied to polymeric and biological samples in order to show its
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Fig. 10 (a) Brightfield image of living cells of Plagiomnium rostratum. (b) The MCARS image using MCARS data valuated with imaginary part
extraction and PCA. (c)–(e) Reconstructed Raman spectra of each biological component. Residual disturbed line profiles in the reconstructed Raman
spectra are due to intense 2-photon fluorescence of the chlorophyll and the strong nonresonant background. Additional baseline subtraction was
performed to suppress strong fluorescence contribution. See text for discussion.

capability in chemical imaging. The polymer system was espe-
cially designed for our MCARS studies. A strong Raman active
media such as diiodobenzene was encapsulated in polyamide
resulting in polymer microcapsules measuring several microm-
eters in diameter. Therefore, the MCARS spectra recorded from
the shell should differ from the core and be distinguished by
our imaging algorithm. In Fig. 7(a), the brightfield image of the
polymer microcapsules is shown. Round structures can be iden-
tified without any reference to a binary structure or to the two
different chemical components. The result dramatically changes
when the picture is taken by MCARS microscopy and analyzed
with our fitting algorithm [Fig. 7(b)]. By plotting the eigenvector
amplitudes from the highest valued eigenvectors 1–3, the inner
spheres of the capsules appear in red clearly surrounded by the
shells appearing in green. The third component shown in blue
primary belongs to the nonresonant background. It shows up
mainly in the empty spaces between the capsules, where nei-
ther the polymer nor the diiodobenzene can be found. The weak
contribution of the third component, resulting in a dark color
directly indicates weak signal intensity compared to the sample
components.

In Fig. 8, a spectrum taken from the core is compared with
a spectrum taken from the shell. Besides a more pronounced
region of unsaturated CH-stretching vibrations as discussed
above, there are several differences in lineshape and intensity.
The important point is that these differences are very small and
spread over the whole spectral region. This observation origi-
nates from the lack of sharp spectral features in the signal of
p-diiodobenzene combined with reduced spatial resolution in
the z-direction. In spite of that, our two-step approach is already

able to extract the spectral information necessary to provide
Fig. 7(b). The result shown in Fig. 7(b) could not be obtained
by taking the amplitude of a single spectral feature for image
contrast as performed by traditional analysis.34–36 This can be
unmistakably observed by comparing Figs. 7(b) and 7(c). If we
take into account the amplitude of the three main Raman lines
at 3064 cm− 1, 2912 cm− 1, and 1777 cm− 1 and associate three
different colors to each mode, respectively [Fig. 7(c)], we are
still unable to reproduce the shell structure nicely distinguished
with our method [Fig. 7(b)].

The remaining question at this point is the influence of the
fitting algorithm that precedes the PCA and extracts the sponta-
neous Raman data. A fourth result based only on the MCARS
raw data combined with PCA is shown in Fig. 7(d). Although
the coarse structure of the sample is clearly separated from the
background, it was not possible to reproduce the shell, no mat-
ter which combination of eigenvectors has been chosen. This
result unquestionably shows that real spectral differences are
responsible for the result in Fig. 7(b) and that it is not caused by
secondary effects, such as light guiding in the case of spherical
and transparent polymer particles.

Furthermore, Fig. 9 offers an additional aspect regarding the
importance of imaginary part extraction when combined with
PCA. Based on the covariance matrix of the polymer sample,
eigenvectors one and two are shown using the raw data and
the fitting algorithm from Liu et al.28 For example, the features
around 3000 cm− 1 dramatically change when the dispersive
line profile of the raw data is corrected. The role of phase re-
trieval can be quantified in the variance of each eigenvector: The
relative variance of the first eigenvector is lowered from 98%
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to 54% whereas the variance of the second eigenvector rises
from 1% to 2%. Imaginary part extraction, therefore, increases
the amount of information represented by the second eigen-
vector. The previous fitting algorithm corrects the destructive
interferences blue shifted to strong vibrational modes. This can
be considered as an improvement of signal to background ratio
of weak MCARS signals.

The second example focuses on living cells of plants, namely
the moss Plagiomnium rostratum, as an example of small bi-
ological structures combined with weak signal intensities. A
juvenile leaf of a fast growing species was prepared on a micro-
scope slide and a cover slip to prevent desiccation. The bright-
field image is shown in Fig. 10(a) and was recorded in the
same manner as in Fig. 7(a). The typical hexagonal morphol-
ogy of the cells can be clearly observed but detailed intracel-
lular morphological substructure cannot be identified due to
the mostly transparent sample. In contrast, the MCARS image
analyzed with our fitting algorithm [Fig. 10(b)] resolves the cel-
lular structures in a brilliant manner, unambiguously uncovering
chemical details of the main biological components hidden from
brightfield microscopy. For example, in Figs. 10(c)–10(e) we are
able to identify three structures. The intercellular area (“frame-
work”), marked with the green color, has a spectrum with a
pronounced contribution at 2900 cm− 1, which can be identified
as cellulose with its typical CH-stretching mode [Fig. 10(c)].
Regions marked with the red color have a very structured spec-
trum, with a vibrational mode at about 1500 cm− 1 and a broad
band originated from two-photon fluorescence (located at about
2000 cm− 1). 37, 38 These spectral features have been discussed in
other experiments to be originated by chlorophyll, which leads
us to identify the red-marked structures as the chloroplasts. It
can be nicely observed that the chloroplasts, as key structures
in photosynthesis, are localized at the inner walls of the cells
with a dimension around 2–4 μm [Fig. 10(d)]. The remaining
region [Fig. 10(e)], which is identified as vacuoles and lacks in
general a structured Raman spectrum, is mainly found inside
the cells and is shown as a round dark blue structure surrounded
by the chloroplasts. Moreover, additional CH-stretching vibra-
tion signals at the inside of the cells indicate further biological
components, e.g., the core and Golgi apparatus, and show up
as a mixed color between the green and blue parts leading to
a light blue color. These results show that our analysis method
is an excellent tool for the noninvasive examination of living
cells, especially concerning the localization of cell organelles
exemplified here in the case of plant cells.

6 Conclusion and Outlook
The nonbiased analysis of complex imaging data obtained with
CARS techniques has been a long standing goal in the nonlinear
microscopy. In this work we have successfully developed a new
approach to generate chemoselective images of CARS signals.
By combining a global fitting procedure based on principal com-
ponent analysis with the imaginary part extraction of the CARS
signal, we have shown that the whole complex Raman spectrum
can be used to clearly distinguish (bio-) chemical components
of a completely unknown sample. Such a two-step signal anal-
ysis scheme is essential in automatically obtaining chemoselec-
tive image contrast without any a priori chemical information
on the sample. The fitting results are available within a few

minutes using a standard desktop computer but should be easily
improved by a state-of-the-art computer. In contrast to previ-
ous approaches, where only one spectral feature of the CARS
signal is taken in account, here we have shown that small differ-
ences spread over the whole Raman spectrum must be consid-
ered in order to achieve optimal chemical separation of similar
components. This analysis method was successfully tested in a
specially designed sample containing polymer microcapsules as
well as in living cells of plants as a highly structured biological
sample.

Last but not least, our two-step method can be further im-
proved regarding quantitative information and determination of
the pure spectra by using, for example, other approaches to
extract the imaginary part of the CARS signal such as the maxi-
mum entropy methods or different types of global fitting routines
such as cluster analysis, functional PCA, or artificial neuronal
networks. We believe that in the future the procedure introduced
here will help to improve CARS microscopy in live sciences,
particularly in the analysis of complex biological tissues where
several chemical components overlap.

Acknowledgments
We grateful acknowledge financial support by the BMBF-
Project MEDICARS. We would also like to thank Professor
Dr. A. Greiner and Dr. C. Sinkel, Fachbereich Chemie, Philipps
Universität Marburg, for the synthesis of polymer microparticles
as well as H. Moog and Dr. A. Titze from the new botanical gar-
den, Philipps Universität Marburg, for providing tissue samples
from Plagiomnium rostratum.

References
1. F. Y. Yueh and E. J. Beiting, “Simultaneous N2, Co, and H2 multiplex

cars measurements in combustion environments using a single dye-
laser,” Appl. Opt. 27(15), 3233–3243 (1988).

2. E. M. Castellucci, R. Righini, and P. Foggi, Eds., Coherent Raman
Spectroscopy, World Scientific, Florence (1992).

3. V. Bergmann and W. Stricker, “H-2 cars thermometry in a fuel-rich,
premixed, laminar CH4/air flame in the pressure range between 5 and
40 bar,” Appl. Phys. B 61(1), 49–57 (1995).

4. T. Lang, K. L. Kompa, and M. Motzkus, “Femtosecond CARS on
H-2,” Chem. Phys. Lett. 310(1-2), 65–72 (1999).

5. P. Beaud, H. M. Frey, T. Lang, and M. Motzkus, “Flame thermom-
etry by femtosecond CARS,” Chem. Phys. Lett. 344(3-4), 407–412
(2001).

6. H. Skenderovic, T. Buckup, W. Wohlleben, and M. Motzkus, “De-
termination of collisional line broadening coefficients with femtosec-
ond time-resolved CARS,” J. Raman Spectrosc. 33(11-12), 866–871
(2002).

7. A. M. Zheltikov, “Coherent anti-Stokes Raman scattering: from proof-
of-the-principle experiments to femtosecond CARS and higher order
wave-mixing generalizations,” J. Raman Spectrosc. 31(8-9), 653–667
(2000).

8. J. X. Cheng and X. S. Xie, “Coherent anti-Stokes Raman scattering
microscopy: instrumentation, theory, and applications,” J. Phys. Chem.
B 108(3), 827–840 (2004).

9. B. von Vacano and M. Motzkus, “Time-resolving molecular vibration
for microanalytics: single laser beam nonlinear Raman spectroscopy in
simulation and experiment,” Phys. Chem. Chem. Phys. 10(5), 681–691
(2008).

10. A. Zumbusch and T. Hellerer, “Live cell CARS (coherent anti-
Stokes Raman scattering) microscopy,” Biophys. J. 80(1), 164A
(2001).

11. C. Krafft, B. Dietzek, and J. Popp, “Raman and CARS microspec-
troscopy of cells and tissues,” Analyst 134(6), 1046–1057 (2009).

Journal of Biomedical Optics February 2011 � Vol. 16(2)021105-8



Pohling, Buckup, and Motzkus: Hyperspectral data processing for chemoselective multiplex coherent anti-stokes Raman scattering...

12. A. Volkmer, “Vibrational imaging and microspectroscopies based on
coherent anti-Stokes Raman scattering microscopy,” J. Phys. D: Appl.
Phys. 38(5), R59–R81 (2005).

13. B. von Vacano and M. Motzkus, “Molecular discrimination of a mixture
with single-beam Raman control,” J. Chem. Phys. 127(14), Art. No.
144514 (2007).

14. E. O. Potma, D. J. Jones, J. X. Cheng, X. S. Xie, and J. Ye, “High-
sensitivity coherent anti-Stokes Raman scattering microscopy with two
tightly synchronized picosecond lasers,” Opt. Lett. 27(13), 1168–1170
(2002).

15. M. Müller and J. M. Schins, “Imaging the thermodynamic state of
lipid membranes with multiplex CARS microscopy,” J. Phys. Chem. B
106(14), 3715–3723 (2002).

16. T. W. Kee and M. T. Cicerone, “Simple approach to one-laser, broad-
band coherent anti-Stokes Raman scattering microscopy,” Opt. Lett.
29(23), 2701–2703 (2004).

17. B. N. Toleutaev, T. Tahara, and H. Hamaguchi, “Broad-band
(1000 Cm(-1)) Multiplex Cars spectroscopy—application to
polarization-sensitive and time-resolved measurements,” Appl. Phys.
B 59(4), 369–375 (1994).

18. J. K. Ranka, R. S. Windeler, and A. J. Stentz, “Visible continuum
generation in air-silica microstructure optical fibers with anomalous
dispersion at 800 nm,” Opt. Lett. 25(1), 25–27 (2000).

19. H. N. Paulsen, K. M. Hilligsoe, J. Thogersen, S. R. Keiding, and
J. J. Larsen, “Coherent anti-Stokes Raman scattering microscopy with a
photonic crystal fiber based light source,” Opt. Lett. 28(13), 1123–1125
(2003).

20. D. A. Sidorov-Biryukov, E. E. Serebryannikov, and A. M. Zheltikov,
“Time-resolved coherent anti-Stokes Raman scattering with a femtosec-
ond soliton output of a photonic-crystal fiber,” Opt. Lett. 31(15), 2323–
2325 (2006).

21. J. M. Dudley, G. Genty, and S. Coen, “Supercontinuum generation in
photonic crystal fiber,” Rev. Mod. Phys. 78(4), 1135–1184 (2006).

22. E. M. Vartiainen, “Phase retrieval approach for coherent anti-Stokes-
Raman scattering spectrum analysis,” J. Opt. Soc. Am. B 9(8), 1209–
1214 (1992).

23. H. A. Rinia, M. Bonn, M. Muller, and E. M. Vartiainen, “Quantitative
CARS spectroscopy using the maximum entropy method: the main lipid
phase transition,” ChemPhysChem 8(2), 279–287 (2007).

24. E. O. Potma and X. S. Xie, “Detection of single lipid bilayers with
coherent anti-Stokes Raman scattering (CARS) microscopy,” J. Raman
Spectrosc. 34(9), 642–650 (2003).

25. I. Robinson, M. A. Ochsenkuhn, C. J. Campbell, G. Giraud, W. J.
Hossack, J. Arlt, and J. Crain, “Intracellular imaging of host-pathogen
interactions using combined CARS and two-photon fluorescence mi-
croscopies,” J. Biophotonics 3(3), 138–146 (2010).

26. H. Kano and H. Hamaguchi, “Ultrabroadband (> 2500 cm(-1)) mul-
tiplex coherent anti-Stokes Raman scattering microspectroscopy using
a supercontinuum generated from a photonic crystal fiber,” Appl. Phys.
Lett. 86(12), Art. No. 121113 (2005).

27. B. von Vacano, L. Meyer, and M. Motzkus, “Rapid polymer blend
imaging with quantitative broadband multiplex CARS microscopy,” J.
Raman Spectrosc. 38(7), 916–926 (2007).

28. Y. X. Liu, Y. J. Lee, and M. T. Cicerone, “Fast extraction
of resonant vibrational response from CARS spectra with arbi-
trary nonresonant background,” J. Raman Spectrosc. 40(7), 726–731
(2009).

29. H. Kano and H. Hamaguchi, “Dispersion-compensated supercon-
tinuum generation for ultrabroadband multiplex coherent anti-Stokes
Raman scattering spectroscopy,” J. Raman Spectrosc. 37(1-3), 411–415
(2006).

30. A. J. Calder, A. M. Burton, P. Miller, A. W. Young, and S. Akamatsu,
“A principal component analysis of facial expressions,” Vision Res.
41(9), 1179–1208 (2001).

31. E. Oja, H. Ogawa, and J. Wangviwattana, “Principal compo-
nent analysis by homogeneous neural networks. 1. The weighted
subspace criterion,” IEICE Trans. Inf. Syst. E75d(3), 366–375
(1992).

32. P. Lasch, M. Boese, and M. Diem, “FT-IR spectroscopic imaging of
tissue thin sections,” Diagnostic Optical Spectroscopy in Biomedicine
4432, 10–16 (2001).

33. A. Pevsner and M. Diem, “IR spectroscopic studies of major cellular
components. III. Hydration of protein, nucleic acid, and phospholipid
films,” Biopolymers 72(4), 282–289 (2003).

34. C. L. Evans, X. Y. Xu, S. Kesari, X. S. Xie, S. T. C. Wong, and G. S.
Young, “Chemically-selective imaging of brain structures with CARS
microscopy,” Opt. Exp. 15(19), 12076–12087 (2007).

35. H. Kano, “Molecular vibrational imaging of a human cell by multi-
plex coherent anti-Stokes Raman scattering microspectroscopy using a
supercontinuum light source,” J. Raman Spectrosc. 39(11), 1649–1652
(2008).

36. S. Murugkar, C. Brideau, A. Ridsdale, M. Naji, P. K. Stys, and H.
Anis, “Coherent anti-Stokes Raman scattering microscopy using pho-
tonic crystal fiber with two closely lying zero dispersion wavelengths,”
Opt. Express 15(21), 14028–14037 (2007).

37. P. B. Lukins, S. Rehman, G. B. Stevens, and D. George, “Time-
resolved spectroscopic fluorescence imaging, transient absorption and
vibrational spectroscopy of intact and photo-inhibited photosynthetic
tissue,” J. Lumin. 20(3), 143–151 (2005).

38. Z. L. Cai, H. P. Zeng, M. Chen, and A. W. D. Larkum, “Raman
spectroscopy of chlorophyll d from Acaryochloris marina,” Biochimica
Et Biophysica Acta-Bioenergetics 1556(2-3), 89–91 (2002).

Journal of Biomedical Optics February 2011 � Vol. 16(2)021105-9


